Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.002 Å; R factor = 0.034; wR factor = 0.096; data-to-parameter ratio = 18.3.
In the title compound, C 9 H 13 NOS 2 , the complete molecule is generated by crystallographic mirror symmetry, with all the non-H atoms of the rhodanine (2-thioxo-1,3-thiazolidin-4one) system and two C atoms of the cyclohexyl ring lying on the reflecting plane. The conformation is stabilized by intramolecular C-HÁ Á ÁO and C-HÁ Á ÁS interactions. In the crystal, weakinteractions at a distance of 3.8140 (5) Å between the centroids of the heterocyclic rings occur.
Related literature
For related structures, see: Shahwar et al. (2009a,b,c,d) . For graph-set notation, see: Bernstein et al. (1995) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 1999) and PLATON.
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Comment
Our group is involved in synthesizing various rhodanine derivatives for beta-lactamase and xanthine oxidase enzyme inhibition studies. In this context, we have already reported the preparation and crystal structures of (II) (5Z)-5-(2-Hydroxybenzylidene)-3-phenyl-2-thioxo-1,3-thiazolidin-4-one (Shahwar et al., 2009a) , (III) (5E)-5-(4-Hydroxy-3-methoxybenzylidene)-2-thioxo-1, 3-thiazolidin-4-one methanol monosolvate (Shahwar et al., 2009b) , (IV) (5Z)-5-(2-Hydroxybenzylidene)-2-thioxo-1,3-thiazolidin-4-one methanol hemisolvate (Shahwar et al., 2009c) (Shahwar et al., 2009d) . The title compound (I, Fig. 1 ) is in continuation of synthesizing rhodanine derivatives for biological studies.
In (I), the rhodanine group A (N1/C1/S1/C1/C3/O1/S2) and the basal plane B (C5/C6/C5 i /C6 i ; symmetry code: i = x, -y + 1/2, z) of cyclohexyl are planar and are perpendicularly oriented. The monomeric molecules are stabilized through intramolecular H-bondings (Table 1 , Fig. 1 ) forming a S(5) and two S(6) ring motifs (Bernstein et al., 1995) . The apical C-atoms C4 and C7 of cyclohexyl are at a distance of 0.6430 (28) and -0.6667 (36) Å respectively, from the basal plane.
There exist π-π interactions at a distance of 3.8140 (5) Å between the centroids of the heterocyclic rings.
Experimental
The title compound was prepared by a three step reaction procedure. In the first step cyclohexylamine (9.9 g, 0.1 mol) and triethylamine (50.5 g, 0.5 mol) were stirred in ethanol (20 ml) followed by dropwise addition of CS 2 (15.2 g, 0.2 mol) while keeping the flask in an ice bath. The precipitate obtained were filtered off and washed with diethyl ether.
In second step, a solution of sodium chloroacetate (11.6 g, 0.1 mol) and chloroacetic acid (18.9 g, 0.2 mol) was prepared in 50 ml distilled water. To this solution the precipitates obtained in first step were added gradually and stirred at 273 K.
This mixture was stirred untill it turned clear yellow.
In third step the yellow mixture was mixed in 140 ml hot (363-368 K) hydrochloric acid (6 N) and stirred for five minutes to obtain colorless crystalline precipitates. These precipitates were recrystalized in chloroform to get colourless prisms of (I).
Refinement
The coordinates of H2 were refined. The other H-atoms were positioned geometrically (C-H = 0.97-0.98 Å) and refined as riding with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.01379 (9) 0.25000 0.58014 (6) 0.0511 (2) Geometric parameters (Å, °) S1-C1 1.743 (2) C6-C7 1.514 (3) S1-C2 1.789 (3) C2-H2 0.95 (2) S2-C1 1.637 (2) C2-H2 i 0.95 (2) O1-C3 (2) C1-N1-C3-O1 180.00 (1) C4-C5-C6-C7 −54.99 (19) C1-N1-C3-C2 0.00 (1) C5-C6-C7-C6 i 56.9 (2) C4-N1-C3-O1 0.00 (1) Symmetry codes: (i) x, −y+1/2, z.
Hydrogen-bond geometry (Å, °) D-H···A D-H H···A D···A D-H···A C4-H4···S2 0.98 2.61 3.158 (2) 115 C5-H51···O1 0.97 2.51 3.095 (2) 119 
